Quantitative characterization of hormone receptors by a nonlinear regression approach.
This paper describes a mathematical model for the quantification of receptors based only upon the total bound values as a function of the total ligand concentration. In contrast to methods relying on linearization transformations, this nonlinear model requires more sophisticated computation, however, avoids loss of material for determination of nonspecific binding in competed tubes. Monte-Carlo simulation indicated high stability of this model against random experimental error. The androgen receptor of the male gerbil (Meriones unguiculatus) ventral prostate is characterized using the described nonlinear computation.